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Bolded citations are most relevant to the overview talk “Statistical Methods for Assessing

Correlates of Vaccine Protection”

Assessing Correlates of Risk (CoRs) of Infection or Disease

Prentice (1986), Barlow (1994), Therneau and Li (1999), Dunning (2008),
Breslow et al. (2009b), Fong et al. (2017), Sun et al. (2017)

Prentice (1986), Self and Prentice (1988), Pepe and Fleming (1991), Wacholder et al.
(1991), Langholz and Thomas (1991), Barlow (1994), Storsacter et al. (1998), Barlow et al.
(1999), Therneau and Li (1999), Heagerty and Pepe (1999), Borgan et al. (2000), Vessey et al.
(2001), Chan et al. (2002), Li et al. (2002), Jodar et al. (2003), Chatterjee et al. (2003),
Kulich and Lin (2004), Scheike and Martinussen (2004), Gilbert et al. (2005), Dunning
(2006), Breslow and Wellner (2007), Cai and Zheng (2007), Huang et al. (2007), Chatterjee
and Chen (2007), Langholz and Jiao (2007), Huang et al. (2007), Li et al. (2008), Dunning
(2008), Huang and Pepe (2009), Breslow et al. (2009a), Breslow et al. (2009b), Haynes et al.
(2012), Fong et al. (2017), Sun et al. (2017)

Summaries/Comparisons of Correlates of Protection

Frameworks/Nomenclature

Qin et al. (2007), Plotkin and Gilbert (2012), Gilbert et al. (2015), Buyse
et al. (2016)

Buyse and Molenberghs (1998), Burzykowski et al. (2005), Alonso et al. (2006), Weir
and Walley (2006), Qin et al. (2007), Sadoff and Wittes (2007), Plotkin and Gilbert (2012),
Gilbert et al. (2015), Buyse et al. (2016)

Assessing Valid Prentice Surrogate Endpoints



Prentice (1989), Gilbert et al. (2008), Price et al. (2018)

Prentice (1989), Freedman et al. (1992), Fleming and DeMets (1996), Lin et al. (1997),
Siber (1997), Czeschinski et al. (2000), Bura and Gastwirth (2001), Chan et al. (2002),
Catanzaro et al. (2006), Siber et al. (2007), Kohberger et al. (2008), Gilbert et al. (2008),
Gilbert et al. (2015)

Estimated Optimal Surrogate (Within the Prentice Framework)

Price et al. (2018)

Assessing Principal Stratification/Specific Correlates of Vaccine Efficacy

Follmann (2006), Gilbert and Hudgens (2008), Huang et al. (2013), Gabriel
et al. (2015), Sachs and Gabriel (2016)

Follmann (2000), Frangakis and Rubin (2002), Wang and Taylor (2002), Taylor et al.
2005), Follmann (2006), Gilbert and Hudgens (2008), Gilbert et al. (2008), Qin et al.
2008), Gallop et al. (2009), Gilbert et al. (2009), Wolfson and Gilbert (2010), Gilbert et al.
2011a), Gilbert et al. (2011b), Huang and Gilbert (2011), Pearl (2011), Zigler and Belin
2012), Huang et al. (2013), Miao et al. (2013), VanderWeele (2013), Gilbert et al. (2014),
Gabriel and Gilbert (2014), Gabriel et al. (2015), Gabriel and Follmann (2016), Sachs and

Gabriel (2016), Luedtke and Wu (2018)
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Assessing Meta-Analysis/General Correlates of Protection

Gail et al. (2000), Gabriel EE (2016)
Daniels and Hughes (1997), Buyse et al. (2000), Gail et al. (2000), Alonso et al. (2004),
Molenberghs et al. (2008), Gabriel EE (2016), Gabriel EE (2017)

Other Statistical Methods on Assessing Immune Correlates of Protection

Robins and Greenland (1992), Robins (1995), Pearl (2000), Hughes (2002), Zhao et al.
(2008), Joffe and Greene (2009), Pearl and Bareinboim (2011), Li et al. (2013), Lendle et al.
(2013), Pearl and Bareinboim (2014)

Clinical Papers on Correlates of Protection



Moodie et al. (2018)
Plotkin (2008), Plotkin (2010), Gilbert et al. (2014), Gilbert et al. (2017), Moodie et al.
(2018)

Sieve Analysis Statistical Methods for Categorical Pathogen Types (e.g.,
Serotypes, Genotypes) Mostly via Discrete Competing Risks Survival Analysis

Prentice et al. (1978), Benkeser et al. (2018b)

Prentice et al. (1978), Gray (1988), Lunn and McNeil (1995), Gilbert et al. (1998),
Gilbert et al. (2000), Sun (2001), Gilbert et al. (2001), Sun et al. (2008), Gilbert et al.
(2008), Benkeser et al. (2018b), Benkeser et al. (2018a)

Sieve Analysis Statistical Methods for Continuous Amino Acid Sequence

Distances (e.g., Hamming Distances)

Sun and Gilbert (2012), Gilbert and Sun (2015)

Gilbert et al. (2008), Sun et al. (2009), Sun and Gilbert (2012), Sun et al. (2013),
Juraska and Gilbert (2013), Gilbert and Sun (2015), Sun et al. (2016), Juraska and Gilbert
(2016)

Main Applied Clinical Sieve Analysis Articles (Assessment of How Vaccine

Efficacy Depends on AA Sequence Pathogen Features)

Rolland* et al. (2012), Neafsey et al. (2015)
Rolland et al. (2011), Rolland* et al. (2012), Neafsey et al. (2015), Edlefsen et al. (2015),
Hertz et al. (2016), deCamp et al. (2017)

Correlates of Risk of Pathogen Type-Specific Outcomes

Yang et al. (2017)
Yang et al. (2017), Sun et al. (2018), Lee et al. (2018)
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