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1.  Biographical Information

Work Address:
University of Washington

Department of Biostatistics F-650 Health Sciences Building Box 357232
Seattle, WA 98195

Phone: (202) 277-5346
E-mail: nrsimon@u.washington.edu

2. Education

Pomona College, Claremont CA, B.A. Mathematics, 2008
Stanford University, Stanford CA, Ph.D., Statistics, 2013 Advisor: Prof. Robert Tibshirani

Dissertation Title: High Dimensional Interaction Testing and Estimation
3. Licensure Not applicable

4. Professional Positions

Graduate Student, Department of Statistics, Stanford University, 2008-2013
Assistant Professor, Department of Biostatistics, University of Washington 2013 - present

5. Honors, Awards, Scholarships

Academic Awards and Honors
* Jaeger Prize in Mathematics from Pomona College (2005)
* Llewellyn Bixby Mathematics Prize from Pomona College (2006)
* TA Award from Department of Statistics, Stanford University (2009)
* National Science Foundation Graduate Research Fellowship Honorable Mention (2010)
* Yahoo Key Scientific Challenges Award (2012)
» Weiland Fellowship (2011-13)

Popular Awards
* Forbes 30 under 30 in Science (2015)

6. Professional Activities (outside of UW)

Referee Service:
BMC Bioinformatics; Biometrika; Biostatistics; Journal of the American Statistical Association
(Theory and Methods); Journal of Computational and Graphical Statistics; Journal of

Machine Learning Research; Journal of the Royal Statistical Society, Series B; Statistical Applications



in Genetics and Molecular Biology, Journal of Statistical Software, R Journal

Professional Memberships:

American Statistical Association, 2010-present
International Chinese Statistical Association, 2013-present
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Patents and Other Intellectual Property
Publicly Available Software

1. sgl, an R library for fitting the sparse group lasso for a variety of losses, available at "http://cran.r-
project.org/"http://cran.r-project.org/web/packages/SGL/index.html.

2. standGL, an R library for fitting the standardized group lasso (and ridged-group lasso) available at
http://cran.r-project.org/web/packages/standGL/index.html.

3. Interact, an R library for testing for interactions in high dimensions with binary response (with FDR
estimates based on permutations), available at http://cran.r-

project.org/web/packages/Interact/index.html.

9. Funding History



1. NIH Director's Early Independence Award; Role: PI; 1 DP50D019820-01
Title: "Data-Driven Statistical Learning, with Applications to Genomics"
9/18/2014 —2019; $250,000/year in direct costs

2. Google Computing Grant; Role: PI;
Title: “Detecting Differentially Methylated Regions in Developing Muscle Cells”
2/16/2015 —2016; $5000 computing costs on google compute engine.

3. NSF conference Grant; Role: co-PI; 1506255
Title: “17™ IMS New Researchers Conference”
6/15/2015 —5/31/2016; $23,000 in costs

4. NIH conference Grant; Role: co-PI; 1IR13CA200282-01
Title: “17" IMS New Researchers Conference”
7/17/2015 — 6/30/2016; $16,140 in direct costs
5. Amazon Computing Grant; Role: PI;
Title: “Biomarkers Which Inform Treatment: Searching for Qualitative Interactions”
10/2015 — 2016; $8500 computing costs on AWS.
10. Public Health Practice Activities (None)

11. Conferences and Symposiums

Contributed Oral Presentations

1. Coordinate Descent For Lasso Problems: The good, the bad, and the ugly. JSM, Miami, FL. (08/11)

2. The Sparse-group Lasso and Structured Learning: Sometimes Less is More. Stanford Department of
Statistics Industrial Affiliates Meeting. Stanford, CA. (03/11)

3. Adaptive Enrichment in Clinical Trials and A/B Testing. Stanford Department of Statistics Industrial
Affiliates Meeting. Stanford, CA. (03/13)

Invited Oral Presentations and Seminars

1. Permutation Approach to High Dimensional Interaction Testing. Stanford University, Workshop in
Biostatistics, Department of Health Research & Policy. Stanford, CA. (10/12)

2. A Permutation Approach to High Dimensional Interaction Testing. University of California at

Berkeley, Biostatistics Seminar, Department of Biostatistics. Berkeley, CA. (11/12)

3. A Permutation Approach to High Dimensional Interaction Testing. University of California at Davis,
Statistics Seminar, Department of Statistics. Davis, CA. (1/13)

4. A Permutation Approach to High Dimensional Interaction Testing. University of Washington,
Biostatistics Seminar, Department of Biostatistics. Seattle, WA. (2/13)

5. A Sparse-group Lasso, Computation, and GPUs. JSM, Montreal, Canada. (8/13)



6. Estimating Many Effect-sizes Bayesian Estimation as a Frequentist. Statistical Data Integration
Challenges in Computational Biology: Regulatory Networks and Personalized Medicine, Banff, Canada
(8/13)

7. Adaptive Enrichment Designs for Clinical Trials. Bayesian Biostatistics and Bioinformatics
Conference 2014. The University of Texas, and M.D. Anderson. Houston, Texas. (2/14)

8. Adaptive Enrichment Designs for Clinical Trials. Pacific Coast Statisticians and Pharmacometricians
Innovation Conference. Cal Poly San Luis Obispo. San Luis Obispo, CA. (2/14)

9. Adaptive Enrichment Designs for Clinical Trials. Eastern North American Region Meeting.
Baltimore, MD. (3/14)

10. Adaptive Enrichment Designs for Clinical Trials. International Chinese Statistics Association
Meeting. Portland, OR. (6/14)

11. Adaptive Enrichment Designs for Clinical Trials. International Indian Statistics Association Meeting.
Riverside, CA. (7/14)

12. Workshop on Building Biomarkers using High Dimensional Data. Deming Conference, Atlantic
City, NJ (12/14)

13. Learn and confirm phase 3 clinical trials. Takeda Pharmaceutical. Deerfield IL. (12/14)

14. A Flexible Framework for Sparse Additive Modeling. Eastern North American Region Meeting,
Miami, FL. (3/15)

15. Adjusting Point Estimates and Confidence Intervals for Selection Bias in High Dimensions as a
Frequentist. Workshop on Statistical Inference for Large Scale Data, Vancouver, Canada. (invited for

4/15)

16. Stratification Free Adaptive Enrichment. International Chinese Statistics Association Meeting. Fort
Collins, CO. (6/15)

17. Selection Bias in Adaptive Enrichment Designs. JSM, Seattle WA (8/15)

18. Correcting for Selection Bias in High-Throughput Experiments. Department of Genome Sciences
Seminar, University of Washington (10/15)

19. Adaptive Enrichment Designs for Clinical Trials. Biomath Group Department Seminar, Fred
Hutchinson (10/15)

20. Additive Modeling in High Dimensions (estimation and testing). Department of Biostatistics
Seminar, University of Pennsylvania (10/15)

12. University Service:
Department of Biostatistics
* Communications committee, Member (2014)

* Admissions Committee, Member (2014)
* Diversity Committee, Member (2014)



* MS theory committee, Member (2014)
* Department Seminar Organizer (2014)

13. Professionally-Related Community Service: None
14. [Other Pertinent Information As Needed]

Other Work Experience:
* Research Intern at Genentech, San Francisco CA (Summer 2008)

15. Teaching History

Formal Courses at The University of Washington
* BIOST 561 Computational Tools for Biostatistics I
Enrollment 33 (Fall 2013)
Enrollment 21 (Fall 2014)
* BIOST 562 Computational Tools for Biostatistics 11
Enrollment 21 (Winter 2014)
Enrollment 20 (Winter 2015)

Independent Study
* Brenda Price (Fall 2013 — Fall 2014)
* Jeremy Roth (Winter 2014 — Winter 2015)
« Katie Wilson (Fall 2014 — Winter 2015)
* Anna Plantinga (Fall 2014)
* Brayan Ortiz (Fall 2014 — Winter 2015)
* Phuong Vu (Fall 2014)
* Yatong Li (Fall 2014)

Formal Courses at Stanford University
* Statistics 390, Consulting Workshop
* Enrollment 6 (Summer 2010)
* Enrollment 5 (Summer 2011)
* Enrollment 24 (Winter 2011)
* Enrollment 8 (Summer 2012)
* Enrollment 17 (Fall 2012)

Teaching Assistantships at Stanford University
« Statistics 60, Introduction to Statistics
- Winter 2008, Summer 2009, Fall 2009, Spring 2010
« Statistics 191, Introduction to Applied Statistics (Winter 2010)
* Statistics 306B, Unsupervised Statistical Learning (Winter 2011)
« Statistics 290, Statistical Computing (Fall 2011)
* Statistics 306a, Exponential Families (Winter 2012)

16. Adyvising and Formal Mentoring
Thesis Advising

* Ashley Petersen, Biostatistics PhD student (co with Daniela Witten)



* JooYoon Han, Biostatistics PhD student (co with Andrew Zhou)
« Jean Morrison, Biostatistics PhD student

Project Supervision

* Asad Harris, Biostatistics PhD student (co with Daniela Witten)
+ Jeremy Roth, Biostatistics PhD student

» Anna Plantinga, Biostatistics PhD student

» Katie Wilson, Biostatistics Phd student

¢ Richard Robinson, Mathematics PhD student



