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Enrollment 21 (Winter 2014) 
Enrollment 20 (Winter 2015) 
•  BIOST 527 Nonparametric Estimation and Classification 
Enrollment 32 (Spring 2016) 
•  BIOST 544 Introduction to Biomedical Data Science 
Enrollment 18 (Spring 2017) 
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Independent Study 
 •   Brenda Price (Fall 2013 – Fall 2014) 
 •   Jeremy Roth (Winter 2014 – Winter 2015) 
 •   Katie Wilson (Fall 2014 – Winter 2015) 
 •   Anna Plantinga (Fall 2014) 
 •   Brayan Ortiz (Fall 2014 – Winter 2015) 
 •   Phuong Vu (Fall 2014) 

•   Yatong Li (Fall 2014) 
•   Subodh Selukar (2017) 
•   Travis Hee Wai (2017) 
•   Yichen Zhang (2017) 
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•  Enrollment 24 (Winter 2011)  
•  Enrollment 8 (Summer 2012)  
•  Enrollment 17 (Fall 2012) 
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• Statistics 306B, Unsupervised Statistical Learning (Winter 2011)   
• Statistics 290, Statistical Computing (Fall 2011)   
• Statistics 306a, Exponential Families (Winter 2012)  
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 • Ashley Petersen, Biostatistics PhD student (co with Daniela Witten – graduated 2016) 
 • Brayan Ortiz, Biostatistics PhD student 
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 • JooYoon Han, Biostatistics MS student (co with Andrew Zhou – graduated 2016) 
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 • Jean Feng, Biostatistics PhD student 
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