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Graduate Student, Department of Statistics, Stanford University, 2008-2013
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* National Science Foundation Graduate Research Fellowship Honorable Mention (2010)
* Yahoo Key Scientific Challenges Award (2012)
* Weiland Fellowship (2011-13)

Popular Awards
* Forbes 30 under 30 in Science (2015)
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Publicly Available Software

1. sgl, an R library for fitting the sparse group lasso for a variety of losses, available at "http://cran.r-
project.org/"http://cran.r-project.org/web/packages/SGL/index.html.

2. standGL, an R library for fitting the standardized group lasso (and ridged-group lasso) available at
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17. Selection Bias in Adaptive Enrichment Designs. JSM, Seattle WA (8/15)
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25. Adaptive Enrichment Trials for Biomarker Guided Treatments. Western North American Regional
Meeting, Victoria, Canada (6/16).

27. Adaptive Enrichment Trials for Biomarker Guided Treatments. JISM, Chicago (8/16).
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14. [Other Pertinent Information As Needed]

Other Work Experience:

* Research Intern at Genentech, San Francisco CA (Summer 2008)

15. Teaching History
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* Phuong Vu (Fall 2014)
* Yatong Li (Fall 2014)
* Subodh Selukar (2017)
* Travis Hee Wai (2017)
* Yichen Zhang (2017)
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* Enrollment 24 (Winter 2011)
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