Neil Franklin Abernethy

502 31st Ave E, Seattle, WA 98112

 (206)616-2813 (w)
neila@u.washington.edu

EDUCATION

Stanford University, Palo Alto, CA 
1999-2005

Ph.D. in Biomedical Informatics

Dissertation: Automating Social Network Models for Tuberculosis Contact Investigation

Developed novel computational methods to improve outbreak investigation, conducted national survey of health data standards, and statistically analyzed TB epidemiology.

North Carolina State University, Raleigh, NC 
1988-1993

B.S. Applied Mathematics

B.S. Biochemistry; Genetics minor

WORK AND RESEARCH EXPERIENCE

University of Washington, Seattle, Washington
 Jun 2008 - present

Assistant Professor

Medical Education and Biomedical Informatics

Health Services


Medical Research Council (UK) Laboratories, The Gambia, West Africa
 2007- 2008

Statistical Consultant

University of California, San Francisco, San Francisco, CA 
 2006-2007

Epidemiologist/Program Manager FJ Curry National Tuberculosis Center

University of California, San Francisco, San Francisco, CA 
 2005-2006

Post-doctoral Scholar, Pulmonary Medicine (with Phil Hopewell, M.D.)

Stanford University, Palo Alto, CA 
2001-2005

Research Assistant with Peter Small, M.D., Infectious Diseases and Geographic Medicine

Research Assistant with Yoav Shoham, Ph.D. 
2000-2001

Computer Science (Robotics Laboratory)

Research Assistant with Ray Levitt, Civil Engineering
1999-2000

Ingenuity Systems, Alviso, CA 
1998-1999

Co-founder and Director of Knowledge Representation

Stanford University, Palo Alto, CA 
1996-1998

Scientific Programmer

North Carolina State University, Raleigh, NC 
1995-1996

Research Assistant

Tech Resource Group, Raleigh, NC 
1993-1995

Computer Trainer and Support Technician

North Carolina State University, Raleigh, NC 

Research Assistant
1993

PUBLICATIONS

D. Jeffries, N. F. Abernethy, B. de Jong; Improving Classification of Spoligotype Films with Semi-automated Neural Networks (in preparation) 

N. F. Abernethy, P. M. Small;  A National Survey of Data Standards in Contact Investigation Forms for Tuberculosis (in preparation).

N. F. Abernethy, K. DeRiemer, P. M. Small; An Integrated Social Network Query and Visualization Interface for Contact Investigation Databases (in preparation).

Abernethy, N.F.;  Task Order 6 (Rocky Mountain) Regional Genotyping Procedures; Tuberculosis Epidemiologic Studies Consortium (www.cdc.gov/tb/TBESC); 2007.

R. S. Aga, E. Fair, N. F. Abernethy, K. DeRiemer, E. Paz, L. Kawamura, P. M. Small, M. Kato-Maeda. Microevolution of the Direct Repeat Locus of Mycobacterium tuberculosis in a Strain Prevalent in San Francisco. Journal of Clinical Microbiology 44(4):1558-1560, April 2006.

P. K. Dewan, H. Banouvong, N. F. Abernethy, T. Hoynes, M. Woldemariam, L. Diaz, T. Ampie, J. Grinsdale, L. M. Kawamura; A Tuberculosis Outbreak in a Child Daycare – San Francisco 2002-2004; Pediatrics 117:3 pp. 863-869, 2006.

N. F. Abernethy; Automating Social Network Models for Tuberculosis Contact Investigation.  Ph.D. Dissertation, Stanford University, September, 2005.

N. Abernethy; Using a Genetic Algorithm to Select Beam Configurations for Radiosurgery of the Brain; Genetic Algorithms and Genetic Programming at Stanford 2002, J. Koza, editor; Stanford, CA, 2000.

R. McEntire, P. Karp, N. F. Abernethy, et al. An Evaluation of Ontology Exchange Languages for Bioinformatics. In Proceedings of the Eighth conference on Intelligent Systems for Molecular Biology (ISMB2000), pages 239-250. AAAI Press, Menlo Park, California, 19-23 August 2000.

N. F. Abernethy, J. J. Wu, M. Hewett, & R. B. Altman. SOPHIA: A Flexible, Web-Based Knowledge Server. IEEE Intelligent Systems and Their Applications 14(4):79-85, 1999. 

R. B. Altman, M. Bada, X. J. Chai, M. W. Carillo, R. O. Chen, & N. F. Abernethy. RiboWeb: An Ontology-Based System for Collaborative Molecular Biology. IEEE Intelligent Systems and Their Applications 14(5):68-76, 1999. 

L. Hon, N. F. Abernethy, V. Brusic, J. Chai, & R. Altman. MHCWeb: Converting a WWW database into a knowledge-based collaborative environment. AMIA Fall Symposium, Orlando, FL, 947-951. Hanley & Belfus Publishers, 1998. 

N. F. Abernethy & R. B. Altman. SOPHIA: Providing Basic Knowledge Services With A Common DBMS. In V. Chaudhri A. Borgida M. Staudt, Ed., 5th International Workshop on Knowledge Representation Meets Databases (KRDB '98), Seattle, WA, 01-1 - 01-6. 1998. 

R. B. Altman, N. F. Abernethy, & R. O. Chen. Standardized Representations of the Literature: Combining Diverse Sources of Ribosomal Data. Fifth International Conference on Intelligent Systems for Molecular Biology, Halkidiki, Greece, 15-24. AAAI Press, 1997.

TEACHING/COURSE PORTFOLIO
Ontologies and Knowledge Representation for Biologists (Ingenuity Systems) – 1999
Instructor
Enrollment: 2-4

Audience: Ph.D. biologists

Introduction to Biomedical Informatics (BMI 210) - 2001

Teaching Assistant
Enrollment: 40
Audience: Informatics and CS students

Biomedical Informatics Methods (BMI 211) - 2002

Teaching Assistant
Enrollment: 40
Audience: Informatics and CS students

Public Health Informatics curriculum meeting - 2004

Organizer 

Social Network Analysis for Tuberculosis - mini-courses - 2006-7

Instructor
Enrollment: 2-10

Audience: Public health practitioners

Laboratory Methods for Tuberculosis workshop

Course evaluator



Audience: Public health laboratorians

Introduction to Tuberculosis Genotyping - 2007

Consulting committee member

Audience: Public health practitioners

INVITED TALKS AND LECTURES

Utilizing Social Network Models in Tuberculosis Contact Investigation, TB Social Network Workshop, Public Health Agency of Canada, Toronto CA, 2008.

An Integrated, Multi-state Database for Tuberculosis Genotype Surveillance, Tuberculosis Epidemiologic Studies Consortium, 11th Semi-Annual Meeting, Atlanta, GA, 2007.

HIV/AIDS research networks, UCSF Center For AIDS Prevention – HIV Research Symposium, 2007.

Analytical and Visualization Techniques to Profile TB Genotypes, CDC Tuberculosis Gene Team,  2007.

Regional Genotyping and Laboratory Services, CDC Task Order 6 Semi-Annual Meeting, Las Vegas, NV, 2007.

Tuberculosis in Foreign-Born Populations, San Francisco Tuberculosis Clinic, 2006.
Automating Social Network Models for Contact Investigation, Telecourse; University of Cape Town, South Africa, 2005.
PROFESSIONAL AFFILIATIONS AND SERVICE

Tuberculosis Epidemiologic Studies Consortium, Process and External Relations committees

American Medical Informatics Association (AMIA)

International Society for Computational Biology (ISCB), founding member

American Journal of Public Health, reviewer

Bio-Ontologies Working Group, committee member, researcher, and web-site

administrator, 1998-2000

COMPUTATIONAL SKILLS

Broad experience using databases (MS Access, Oracle, Sybase, MySQL, Excel), programming languages (Visual basic, Java, HTML/XML, Perl, Lisp, C), statistical (R, SAS, Stata, EpiInfo, Pajek, UCINet, GIS), bioinformatics (Clustal, Cn3D, EcoCyc/Pathway Tools, BioImage) and visualization packages.  Familiarity with many data and vocabulary standards for biomedicine.

HONORS AND PATENTS

Gold Star Performance Award, University of California, San Francisco, 2007

U.S. Patent No. 6,442,566: Frame-based knowledge representation system and methods 

GRANTS AND AWARDS

1. National Library of Medicine, Medical Informatics Training Program fellowship, 1999-2003

2. Stanford University BASES Business Competition, winner, 1998

3. UCSF WINGS professional development award, 2006-7

4. TBESC Task Order #22: “Assessing the Integration of Social Network Analysis into Tuberculosis Contact Investigation Practice”

Grantor:
CDC, TB Epidemiologic Studies Consortium

Dates:
Feb 16, 2008 - Dec 31, 2009
Budget:
$175,326

Role:
Co-Principal Investigator / Project Coordinator (transferred to UCSF)

