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experiment. Proceedings of the IEEE-EURASIP Nonlinear Signal and Image Processing
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experiments. “Computational and Statistical Approaches to Genetics,” Wei Zhang and
llya Shmulevich, eds. Kluwer Publishers, 2002.

Kerr MK: Experimental design to make the most of microarray studies. “Functional
Genomics,” MJ Brownstein and AB Khodursky, eds. Series in Methods in Molecular
Biology, Humana Press, 2003.

Wu H, Kerr MK, Cui X, Churchill GA: MAANOVA: A software package for the analysis of
spotted cDNA microarray experiments. “The Analysis of Gene Expression Data,”
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Purdue University, Bioinformatics and Statistical Genomics Seminar Series, West
Lafayette, Indiana, October 3, 2000

Institute for Pure and Applied Mathematics, Conference on Expression Arrays, Genetic
Networks, and Disease, Los Angeles, California, November 11, 2000, Conference
on Mathematical and Statistical Challenges from Computational Biology, Lake
Arrowhead, California, December 11, 2000

University of Southern Maine, Department of Mathematics and Statistics, Portland,
Maine, February 8, 2001

Keck Graduate Institute, Claremont, California, February 15, 2001, March 30, 2001

The Genomics Institute of the Novartis Research Foundation, February 22, 2001

Department of Biostatistics, University of Michigan, February 27, 2001

Department of Statistics, The Ohio State University, March 1, 2001

Department of Biostatistics, Harvard University, February 14, 2001

Harvard School of Public Health, Boston, Massachusetts, May 12, 2001

Department of Biostatistics, University of North Carolina, March 20, 2001

The Jackson Laboratory, Short Course on Gene Microarray Development and Analysis,
Bar Harbor, Maine, May 18, 2001

IEEE-EURASIP Workshop on Nonlinear Signal and Image Processing, Special Invited
Session on Signal Processing in Biocomputing, Baltimore, Maryland, June 5, 2001

IMS/AMS/SIAM Conference on Statistics and Functional Genomics, South Hadley,
Massachusetts, June 14, 2001

The Institute for Genomic Research (TIGR), Rockville, Maryland, July 18, 2001

The Jackson Laboratory, Short Course on Mathematical Approaches to the Analysis of
Complex Phenotypes, Bar Harbor, Maine, October 6, 2001.

Nathan Shock Bioinformatics Workshop, Rochester, New York, October 20, 2001

University of Washington, Computational Biology Seminar Series, November 7, 2001

American Society for Quality and American Statistical Association Deming Conference on
Applied Statistics, Short Course, Atlantic City, New Jersey, December 13, 2001.

University of Washington, Workshop in Statistical Genetics and Computational Molecular
Biology, Seattle, Washington, December 18, 2001

The Program in Mathematics and Molecular Biology, Mathematics and Molecular Biology
VII: Modeling Across the Scales: Atoms to Organisms. Santa Fe, New Mexico,
January 5-10, 2002

Karolinska Institutet, Stockholm, Sweden, February 21, 2002

International Biometric Society ENAR, Washington, D.C., March 20, 2002

Institute for Pure and Applied Mathematics, Reunion Conference on Functional
Genomics, Los Angeles, CA, June 16, 2002.

Design and Analysis of Experiments 1, Vancouver, British Columbia, July 16, 2002

Pittsburgh Supercomputing Center, Short Course on Nucleic Acid and Protein Sequence
Analysis, August 13-15, 2003.

Association of General Clinical Research Centers, New York, New York, August 11, 2002

Joint Statistical Meetings, New York, New York, August 13, 2002

The Jackson Laboratory, Short Course on Mathematical Approaches to the Analysis of
Complex Phenotypes, Bar Harbor, Maine, September 23, 2002.
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University of Alabama, Birmingham, Short Course on Statistical Genetics, February 8,
2003

Gordon Conference on Quantitative Genomics, Ventura, California, February 12, 2003

International Symposium on Animal Functional Genomics, East Lansing, Michigan, May
4, 2003.

French National Institute of Health and Medical Research (INSERM), Workshop on the
Statistical Analysis of Microarrays, Toulon, France, May 26, 2002.

Joint Statistical Meetings, San Francisco, California, August 5, 2003.

Pittsburgh Supercomputing Center, Short Course on Nucleic Acid and Protein Sequence
Analysis, August 13-15, 2003.
National Academy of Sciences Committee on Emerging Issues and Data on
Environmental Contaminants, Seattle, Washington, September 16, 2003.
University of Washington, Workshop in Statistical Genetics and Computational Molecular
Biology, Seattle, Washington, September 21, 2003

Institute for Mathematics and Its Applications, Statistical Methods for Gene Expression:
Microarrays and Proteomics, Minneapolis, Minnesota, September 30, 2003.

University of Idaho, Bioinformatics Seminar, Moscow, Idaho, November 7, 2003.

Mathematical Biosciences Institute, The Ohio State University, Analysis of Gene
Expression Data: Principles and Applications, Columbus, Ohio, October 11, 2004.

Albert Einstein College of Medicine, New York, New York, May 19, 2005.

University of Washington Environmental Health Sciences Research Day, Seattle,
Washington, May 8, 2006.

Joint Statistical Meetings, Seattle, Washington, August 6, 2006.

Isaac Newton Institute for Mathematical Sciences, Cambridge, UK, Programme on
Designed Experiments: Recent Advances in Methods and Applications, August
12, 2008.

University of California, Los Angeles, Department of Statistics Tenth Anniversary
Celebration, October 18, 2008.

Bryn Mawr College, July 1, 2009.

University of Washington, Department of Biostatistics, October 7, 2010.

Dutch Royal Academy of Arts and Sciences, Amsterdam,Netherlands, April 28, 2011.

Jackson Heart Study Writers Lab, via teleconference, May 7, 2012

MultiEthnic Study of Atherosclerosis, Steering Committee Meeting, Seattle, WA, April 26,
2013

International Biometrics Society WNAR, Los Angeles, CA, June 18, 2013

Yale University, Department of Biostatistics, New Haven, CT, February 4, 2014.

University of California, San Francisco, Department of Epidemiology and Biostatistics,
San Francisco, CA, March 14, 2014.

National Institute of Diabetes and Digestive and Kidney Diseases, “Building Better
Biomarkers Statistical Methodology” Workshop, December 2, 2014



